
	
  
	
  

	
  
	
  

   
Flaring SLE Influenza Vaccine Tetanus Vaccine 

  SLE1 SLE2 SLE3 SLE4 SLE5 FLU1 FLU2 FLU3 FLU4 TET1 TET2 TET3 TET4 

C
el

ls
 (‘

00
0)

 Na 32.0 10.0 25.0 300.0 30.0 50.0 200.0 300.0 50.0 100.0 10.0 171.6 10.0 

SwM 25.5 13.2 30.4 250.0 30.0 50.0 177.0 394.0 50.0 44.9 11.0 25.4 10.0 

CD138- ASC 21.3 13.8 40.1 150.0 28.2 17.6 79.0 59.0 50.0 5.0 5.0 5.0 8.9 

CD138+ ASC 21.5 11.4 38.9 200.0 15.8 13.3 195.0 45.0 27.6 5.0 5.0 5.7 10.0 

Se
qu

en
ce

s Na 50000 50000 50000 50000 50000 50000 50000 26555 50000 50000 50000 17580 50000 

SwM 50000 50000 50000 50000 35810 50000 14137 43214 50000 20126 50000 50000 16221 

CD138- ASC 49883 48795 50000 50000 50000 50000 28787 50000 50000 50000 50000 50000 50000 

CD138+ ASC 46553 50000 50000 50000 50000 50000 50000 50000 50000 50000 50000 50000 50000 

Li
ne

ag
es

 Na 10752 361 6258 23466 13454 6643 21818 8476 1189 18110 577 6027 5722 

SwM 4952 334 2359 12008 3352 3556 3914 10102 3026 1577 283 1571 977 

CD138- ASC 7989 3309 12766 19110 15116 2485 3653 7769 4913 5969 3071 1039 2909 

CD138+ ASC 9391 3342 11412 14548 9688 5350 4591 6131 6331 4110 2579 867 2325 

D
20

 

Na 304 3 142 1557 360 184 1400 614 20 1036 12 506 138 

SwM 24 1 30 228 18 28 81 201 1 7 1 1 4 

CD138- ASC 139 26 233 132 466 30 11 44 1 59 8 1 15 

CD138+ ASC 204 26 165 31 208 24 4 10 7 25 4 2 11 

D
50

 

Na 1574 18 690 6722 2207 792 5747 2539 85 4439 51 1971 712 

SwM 327 6 160 1586 157 178 641 1629 66 75 5 7 20 

CD138- ASC 981 197 1566 3134 2731 151 108 466 7 353 76 4 107 

CD138+ ASC 1431 141 1213 1947 1176 271 58 224 172 164 45 4 69 

 
 
 
 
Supplemental Table 1.  Summary statistics for main set of samples described in this study.  
The D20 (D50) measure is the number of the largest lineages in a size-ordered list that span 20% 
(50%) of the sequences.  Na: Naïve B Cells, SwM: IgD Memory B Cells, ASC: Antibody Secreting 
Cell.  See text for description of how lineages were computed. 
 


